
Software engineer in bioimage analysis (H/F)
Keywords. Image processing and analysis ; spatial statistics ; C++ programming.

Mission. You will develop original image analysis methods and algorithms for the quantification 
and modeling of spatial organizations in 3D images of biological systems. You will build upon the 
spatial statistical analysis methodology developed in the team [1,2,3]. You will integrate your 
algorithms in software developed in our group (such as Free-D [4] or our new BIP software). You 
will apply the developed methods to 3D images of plant cells.

Salary before taxes between 2 104,92€ and 2 526,87€ ; contribution to additional healthcare cover. 
Telework. Initial contract 12 months, extensible. Starting as soon as possible.

Environnement. The Modeling and Digital Imaging team of Institut Jean-Pierre Bourgin (INRAE 
Versailles) conducts original research in image processing, applied mathematics and 
computational modeling with applications to plant functioning and development [e.g., 5,6,7,8]. You 
will benefit from a human-sized interdisciplinary working environment and from the exceptional 
and green surroundings of the Versailles Royal Palace gardens, at less than 45 minutes from Paris.

Profile. Master, engineer or equivalent in applied mathematics, computer science, or 
computational biology. Background or experience in image processing and analysis. Good 
knowledge in object-oriented programming (C++ or Java). Curiosity and motivation for working 
within an inter-disciplinary environment.

How to apply ? Send CV, motivation letter and 2-3 references to philippe.andrey@inrae.fr.  
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